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FIGURE 3 

MA 61 





Fbx25 Homology Domain (1-25; 86-360) 



F-Box Domain (217-264) 




Bipartite nuclear localization signal (262-279) 
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FIGURE 4 



Human MURF 1 schematic 
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Spectrin Repeat (207-233) 
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Figure 6 



ATGGATTATAAATCTGGCTTGATTCCGGACGGAAATGCTATGGAGAACCTGG 

,AGAAGCAGCTCATCTGCCCCATCTGCCTTGAGATGTTTACC.AAGCCTGTGGT 

CATCCTGCCCTGCCAGCACAACCTCTGCCGGAAGTGTGCCAACGACATCTTC 

CAGGCTGCCAATCCCTACTGGACCAACCGCGGTGGCTCGGTGTCCATGTGTGG 

AGGTCGTTTCCGCTGGCCCTCGTGCGGCCATGAAGTGATCATGGACCGGCATG 

GGGTGTACGGTCTGCAGAGGAACCTGCTGGTGGAGAACATCATCGACATCTA 

CAAGCAGGAATGCTCCAGTCGGCCCCTGCAGAAAGGCAGCCACCCGATGTGC 

AAGGAACACGAAGACGAGAAAATCAACATCTACTGTCTCACGTGCGAGQTG 

CCTAC7TGCTCCTTGTGCAAGGTG7TCGGGGCTCACCAGGCCTGTGAAGTTGC 

CCCCTTACAAAGCATCTTCCAAGGACAGAAGACTGAACTGAGCAATTGCAT 

CTCCATGCTGGTGGCAGGGAACGACCGAGTTCAGACTATCATCTCGCAGCTG 

GAG G ACTCCTGCCG AGTGACCAAG G AAAACAG CCACCAGGTG AAGG A G C3 AA 

CTGAGCCACAAGTTTGACGCCCTCTACGCCATCCTGGACGAGAAGAAGAOTG 

AG CTGCTG C AG CG G ATCACTCAGGAGCAGG AG G AG AAG CTGG ACTTCATCG A 

GGCCCTGATCCTCCAGTACCGAGAGCAGTTGGAAAAGTCGACCAAGCTTQTG 

G AAACAGCCATCCAGTCCCTG G ATG AG GCCG GAG GG GCCACCTTCCTCTXGA 

GTGCCAAGCCGCTCATCAAGAGCATTGTAGAAGCTTCCAAGGGCTGCCAQCT 

GGGGAAGACAGAACAAGGCTTTGAGAACATGGACTACTTTACTCTGAAnriT 

AGAACACATAGCAGAGGCCTTGAGGGCCATCGACTTTGGGACAGATGAG GAG 

GAGGAGTTTACTGAAGAGGAGGAGGAGGAGGATCAAGAAGAGGGCGTGTGC 

ACAG AGG GACACCAA 
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Figure 7 



MDYKSQLIPDGNAMENLEKQLICP1CLEMFTKPVVILPCQHNLCRKCANDIFQAAN 

PYWTNRGGSVSMSGGRFRCPSCRHEVIMDRHGVYGLQRNLLVEN1IDIYKQECSS 

RPLQKGSHPMCKEHEDEK1NIYCLTCEVPTCSLCKVFGAHQACEVAPLQ3IFQGQ 

KTELSNCISMLVAGNDRVQTIISQLEDSCRVTKENSHQVKEELSHKFDALYAI LDE 

KKSELLQRITQEQEEKLDFIEAULQYREQLEKSTKLVETAIQSLDEPGGATFLLSA 

KPL1KSIVEASKGCQLGKTEQGFENMDYFTLNLEHIAEALRAIDFGTDEEEEFTEEEE 

EEEDQEEGVSTEGHQ 
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Figure 8A 

10 20 30 40 50 

TTCTCAGGTACTTTATCGGACCTCTCACATGGCTGCATGCCCAGAAATGT 

60 70 80 90 100 

GATGATATTGTTGACAGCCTCTTCAAGGGTTTTGGTAGAACTGAGGGCAA 

110 120 130 140 150 

AGGTTTCCTCTTTCTCAAAGGTATCTCCCACCTCTTCCCAAGCAGCAGCA 

160 170 180 190 200 

AAGTTAGGCTGACCTCGTCTGTTATGTAAAGGATGCGTAGGGATGGGAGG 

210 220 230 240 250 

GC GATGAGG AC TAG G ATG ATGGC G GGC AGGATAGTTC AGAC GGTTTCC AT 

260 270 280 290 300 

TTCCTGAGCGTCTGAGATGTTAGTATTAGTTAGTTTTGTTGTGAGTGTTA 

310 320 330 340 350 

G AATTC GGGC AC C AG GAGAAGGAAGCC AAC AGGATC C GAC C C GGTGTTTT 

360 370 380 390 400 

GTGACAAAGGCAAGACCCCCAGGTCTACTTAGAGCAAAGTTAGTAGAGGA 

410 420 430 440 450 

GGCAGCTAGGCGTGGCTCTCATTCCTTCCCACAGAATGGATTATAAGTCG 

460 470 480 490 500 

AGCCTGATCCAGGATGGGAATCCCATGGAGAACTTGGAGAAGCAGCTGAT 

510 520 530 540 550 

CTGCCCTATCTGCCTGGAGATGTTTACCAAGCCAGTGGTCATCTTGCCGT 

560 570 580 590 600 

GCC AGC ACAACC TGTGC C GGAAGTGTGCC AATGACATCTTCC AGGCTGCA 

610 620 630 640 650 

AATCCCTACTGGACCAGCCGGGGCAGCTCAGTGTCCATGTCTGGAGGCCG 

660 670 680 690 700 

TTTCC GCTGC C C C ACC TGC C GCC ACGAGGTGATC ATGGATCGTCAC GGAG 

710 720 730 740 750 

TGTACGGCCTGCAGAGGAACCTGCTGGTGGAGAACATCATCGACATCTAC 

760 770 780 790* 800 

AAACAGGAGTGCTCCAGTCGGCCGCTGCAGAAGGGCAGTCACCCCATGTG 

810 820 830 840 850 

CAAGGAGCACGAAGATGAGAAAATCAACATCTACTGTCTCACGTGTGAGG 

860 870 880 890 900 

TGC C C AC C TGC TC C ATGTGC AAGGTGTTTGGGATC C AC AAGGC C TGC GAG 

910 920 930 940 950 

GTGGCCCCATTGCAGAGTGTCTTCCAGGGACAAAAGACTGAACTGAATAA 
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Figure 8B 

960 970 980 990 1000 

CTGTATCTCCATGCTGGTGGCGGGGAATGACCGTGTGCAGACCATCATCA 

1010 1020 1030 1040 1050 

C TC AGCTGGAGGATTC C C GTCGAGTGACC AAGGAGAAC AGTC AC C AGGTA 

1060 1070 1080 1090 1100 

AAGG AAGAGC TGAGC C AGAAGTTTGAC AC GTTGTATGC C ATC CT GG ATG A 

1110 1120 1130 1140 1150 

GAAGAAAAGTGAGTTGCTGCAGCGGATCACGCAGGAGCAGGAGGAAAAGC 

1160 1170 1180 1190 1200 

TTAGCTTCATCGAGGCCCTCATCCAGCAGTACCAGGAGCAGCTGGACAAG 

1210 1220 1230 1240 1250 

TCCACAAAGCTGGTGGAAACTGCCATCCAGTCCCTGGACGAGCCTGGGGG 

1260 1270 1280 1290 1300 

AGC CAC CTTCCTCTTGACTGCCAAGCAACTCATCAAAAGC ATTGTGGAAG 

1310 1320 1330 1340 1350 

CTTCCAAGGGCTGCCAGCTGGGGAAGACAGAGCAGGGCTTTGAGAACATG 

1360 1370 1380 1390 1400 

G AC TTC TT T AC TT TG GAT TT A GAG C AC AT AGC AGAC GC C CTG AG AGC CAT 

1410 1420 1430 1440 1450 

TGACTTTGGGACAGATGAGGAAGAGGAAGAATTCATTGAAGAAGAAGATC 

1460 1470 1480 1490 1500 

AGGAAGAGGAAGAGTCCACAGAAGGGAAGGAAGAAGGACACCAGTAAGGA 

1510 1520 1530 1540 1550 

GCTGGATGAATGAGAGGCCCCCAGATGCAGAGAGACTGGAGAGGGTGGGG 

1560 1570 1580 1590 1600 

AGGGGCCCAGCGGCCTTGGTGACAGGCCCAGGGTGGGAGGGGTCGGGGCC 

1610 1620 1630 1640 1650 

C C TGGAGGGGC AATGGGGAGGTGATGTCTTC TCTCTGCTC AG AGAGC AGG 

1660 1670 1680 1690 1700 

GAC TAGGGT AGG AC CC TC AC C GC TGC GTC CAGC AGAC AC TGAAC C AGAAT 

1710 1720 1730 1740 1750 

TGG AAAC GTGC TTG AAAC AATC AC AC AGGAC AC TTTTCT AC ATTGGTGC A 

1760 1770 1780 1790 1800 

AAATGGAATATTTTGTACATTTTTAAAATGTGATTTTTGTATATACTTGT 

1810 1820 1830 1840 1850 

ATATGTATGCCAATTTGGTGCTTTTTGTAAAGGAACTTTTGTATAATAAT 

1860 1870 1880 1890 1900 

GCCTGGTCGTTGGGTGACCTGCGATTGTCAGAAAGAGGGGAAGGAAGCCA 
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Figure 8C 

1910 1920 1930 1940 1950 

GGTTGATACAGCTGCCCACTTCCTTTCCTGAGCAGGAGGATGGGGTAGCA 

1960 1970 1980 1990 2000 

CTCACAGGGACGATGTGCTGTATTTCAGTGCCTATCCCAGACATACGGGG 

2010 2020 2030 2040 2050 

TGGTAACTGAGTTTGTGTTATATGTTGTTTTAATAAATGCACAATGCTCT 

2060 2070 2080 2090 

C TTC CTGTTC TTC AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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Figure 9 

MENLEKQLICPICLEMFTKPVVILPCQHNLCRKCA>JDIFQAANPYWTSRGSSVSM 

SGGRFRCPTCRHEVIMDRHGVYGLQRNLLVENnDIYKQECSSRPLQKGSHPMCK 

EHEDEKINIYCLTCEWTCSMCKVFGIHKACEVAPLQSVFQGQKTELNNCISMLV 

AGNDRVQTIITQLEDSRRVTKENSHQVKEELSQKFDTLYAILDEKKSELLQRITQE 

QEEKLSFIEALIQQYQEQLDKSTKLVETAIQSLDEPGGATFLLTAKQLIKSIVEASK 

GCQLGKTEQGFENMDFFTLDLEHIADALRAIDFGTDEEEEEFIEEEDQEEEESTEG 

KEEGHQ 
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Figure 10 



ATGCCGTTCCTTGGTCAGGACTGGCGGTCCCCGGGCCAGAGCTGGGTGA^GAC 

GGCGGACGGCTGGAAGCGCTTC7TGGATGAGAAMGCGGCACCTTCGTGAGC 

GACC7CAGCAGTTACTGCAACAAGGAGAATCTGTTCAACAGCCTGAACTAC 

GATGTTGCAGCCAAGAAGAGAAAGAAAGACATACAGAACAGCAAAACOAA 

AACTCAGTATTTCCATCAGGAGAAG7GGATCTATGTTCACAAAGGGAGT~AC 

TAAG G AG CG CC ATG GATA CTG C ACTTTG GGG G AAG CTTTC A.A C AG ACTG GAC 

7TCTCGAC7GCCA7CC7GGATTCCAGAAGA7TCAAC7ACG7AG7AAGGCTG7 

7GGAGC7GA7AGCAAAG7CACAGC7CACA7CCC7GAG7GGCA7CGCCCAAAA 

GAACTTCATGAACATTTTGGAAAAAGTAGTACTGAAAGTTCTTGAAGA CCA 

GCAAAACATAAGACTCA7ACGGGAACTTCTCCAGACCCTCTACACATCCTT 

ATGCACGCTGGTCCAGAGAGTCGGCAAGTCCGTGCTGGTGGGCAACATDAAC 

ATGTGGGTGTATCGAATGGAGACCACTCTACACTGGCAACAGCAGCTGrXACA 

GCATCCAGATCAGCAGGCCGGCCTTCAAAGGTCTCACGATCACCGACCTOCC 

TGTGTGCTTACAACTGAACATCATGCAGAGGCTGAGCGATGGGCGGGADCTG 

GTCAG CCTGGG CCAGG CAGCCCCAGACC7GC A7G7GC7CAG7G AAGACCC3 G C 

7AC7G7GGAAGAGAC7CTGCCAG7ACCAC77C7CAGAGCGGCAGA7CCGCAA 

GCG A77G A7CTTG7CTGAC AAAG GG GAG CTG G ATTG G AAG AAGA7G7ACT7T 

AAGCTTGTGCGATGTTACCCAAGAAGAGAACAGTATGGGGTCACCCTGOAGC 

TTTGCAAACACTGCCACATTCTCTCCTGGAAGGGCACTGACCATCCATG CAC 

GGCCAACAACCCAGAGAGCTGCTCCGTCTCACTTTCACCCCAAGACTTT~ATT 

AACTTGTTCAA GTTC 
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Figure 11 



MPPwGQDWRSPGQSWVKJADGWKRFLDEKSGTFVSDLSSYCNKENLFNSLNYD 

VAAKKRKKDIQNSHCTKTQYFHQEKW1YVHKGSTKERHGYCTLGEAFNRLDFSTAI 

LDSRRFNYVVRLLEUAKSQLTSLSGlAQKNFMNiLEKVVLKVLEDQQNIRLIRELL 

QTLYTSLCTLVQRVGKSVLVGN1NMWWRMETTLHWCJQQLNSIQISRPAFKGLTI 

TDLPVCLQUMIMQRLSDGRDLVSLGQAAPDLHVLSEDRLLWKRLCQYHFSERQ1R 

KRLILSDKGQLDWKKK'TYFKLVRCYPRREQYGVTLQLCKHCHILSWKGTDHPCTAN 

NPESCSVSLSPQDF1NLFKF 
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Pigure 12 



ATGCCATTCCTCGGGGAGGACTGGCGGTCCCCCGGGCAGAACTGGGTGAAGA 

CGGCCGACGGCTGGAAGCGCTTCCTGGATGAGAAGAGCGGCAGTTTCGTGAG 

CGA CCTCAG CAGTTACTG CAAC.AA GGAG GTATAC AATAA G G AGAATCTTTT 

CMCAGCCTGMCTATGATGTTGCAGCCAAGAAGAGAAAGAAGGACATGCT 

GAATAGCAAAACCAAAACTCAGTATTTCCACCAAGAAAAATGGATCTATGT 

TCACAAAGGAAGTACTAAAGAGCGCCATGGA7ATTGCACCCTGGGGGAAGC 

TTTCAACAGACTGGACTTCTCAACTGCCATTCTGGATTCCAGAAGATTTAAC 

TACGTGGTCCGGCTGTTGGAGCTGATAGGAAAGTGAGAGCTCACATCCCTGA 

GTGGCATCGCCCAAAAGAACTTCATGAATATTTTGGAAAAAGTGGTACT"GA 

AAGTCCTTGAAGACCAGCAAAACATTAGACTAATAAGGGMCTACTCG>AGA 

CCCTCTACACATCGTTATGTACACTGGTCCAAAGAGTCGGCAAGTCTGTGCT 

G GTCGGGAACATTAACATGTG G GTGTATCG GATGG AGACG ATTCTCCACTGG 

CAGCAGCAGCTG.AACAACATTCAGATCACCAGGCCTGCCTTCAAAGGCOTCA 

CCTTCACTGACCTGCCTTTGTGCCTACAACTGAACATCATGCAGAGGCTGAG 

CGACGGGCGGGACCTGGTCAGCCTGGGCCAGGCTGCCCCCGACCTGCACGsTGC 

TCAGCGAAGACCGGCTGCTGTGGMGAAACTCTGCCAGTACCACTTCTaCGA 

GCGGCAGATCCGCAAACGATTAATTGTGTCAGACAAAGGGCAGCTGGAT TGG 

AAGAAGATGTATTTCAAACTTGTGCGATGTTACCCAAGGAAAGAGCAQ TAT 

GGAGATACCCTTCAGCTCTGCAAACACTGTCACATCCTTTCCTGGAAGQ GCA 

CTGACGATCCGTGCACTGCCAATMCCCAGAGAGCTGCTCCGTTTCACT TTG 

A 
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Figure 13 



SEQ. ID NO 10: 



MPFLGQDWRSPGQNVvVKTADGVs/KRFLDEKSGSFVSDLBSYCNKEWNKENLFN 

SLNYDVAAKXRKKDMLNSKJKTQYFHQEKV\/IYVHKGSTKERHGYCTLGEAFNRL 

DFSTAILDSRRFNYVVRLLELIAKSQLTSLSGIAQKNFMNILEKVVLKVLEDQQNI 

RLIRELLQTLYTSLCTLVQRVGKSVLVGNINMWVYRMETILHWQQQLNNIQiTRP 

AFKGLTFTDLPLCLQLNIMQRLSDGRDLV'SLGQAAPDLHVLSEDRLLWKKLCQYH 

FSERQSRKRLILSDKGQLDWKKMYFKLVRCYPRKEQYGDTLQLCKHCHILSWKGT 

DHPCTANNPESCSVSL 
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FIGURE 15 

MA16 - A Monomelic Ring Ubiqiiitki Xigase 
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Figure 16 



ATGGACTACAAAGACGATGACGACAMGATTATAAATCTGGC7TGATTCGG 

GACGGAAATGCTATGGAGAACCTGGAG.AAGCAGCTCATCTGCCCCATC"h|3-GC 

TTGAGATGTiTACCAAGCCTGTGGTCATCCTGCCCTGCCAGCACAACCTCTG 

CCGG.AAGTGTGCCMCGACATCTTCCAGGCTGCCAATCCC7ACTGGACCAAC 

CGCGGTGGCTCGGTGTCCATGTCTGGAGGTGGTTTCCGCTGCCCCTCGTGOCG 

CCATGAAGTGATCATGGACCGGCATGGGGTGTACGGTCTGCAGAGGAACOTG 

CTGGTGGAGAACATCATCGACATCTACAAGCAGGAATGCTCCAGTCGGCOCC 

TGCAGAAAGGCAGCCACCCGATGTGCAAGGAACACGAAGACGAGAAAATCA 

AC ATCTACTGTCTC ACGTG CG AG GTG CCT ACTTG CTCCTTGTG CAAG GTG TTC 

GGGGCTCACCAGGCGTGTGAAGTTGCCCCCTTACAAAGCATC1TCCAAGC3AC 

AGAAGACTGAAC7GAGCAATTGCATCTCCATGCTGGTGGCAGGGAACGAOCG 

AGTTCAGACTATCATCTCGCAGCTGGAGGACTCCTGCCGAGTGACCAAGC3TG 

AGGGTG 
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Figure 17 



DYKSGLIPDGNAMENLEKQLICPICLEMFTKPVVILPCQHNLCRKCANDIFQAANP 
YWTNRGGSVSMSGGRFRCPSCRHEV1MDRHGVYGLQRNLLVEN1IDIYKQECSSR 
PLQKGSHPMCKEHEDEKINIYCLTCEVPTCSLCKVFGAHQACEVAPLQSIFQGQK 
TELSNCISMLVAGNDRVQTIISQLEDSCRVTKVRV 
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Figure 18 



ATGCCATTCCTCGGGCAGGACTGGCGGTCCCCCGGGCAGAACTGGGTGAAGA 

CGGCCGACGGCTGGAAGCGCTTCCTGGATGAGAAGAGCGGCAGTTTCGTGAG 

CGACCTCAGCAGTTACTGCAACAAGGAGGTATACAATAAGGAGAATCTTTT 

CAACAGCCTGAACTATGATGTTGCAGCCAAGAAGAGAAAGAAGGACATGCT 

GAATAGCAAAACCAAAACTCAGTATTTCCACCAAGAAAAATGGATCTATGT 

TCACAAAGGAAGTACTAAAGAGCGCCATGGATATTGCACCCTGGGGGAAGC 

TTTCAACAGACTGGACTTCTCAACTGCCATTCTGGATTCCAGAAGATTTAAC 

TACGTGGTCCGGCTGTTGGAGCTGATAGCAAAGTCACAGCTCACATCCCTGA 

GTGGCATCGCCCAAAAGAACTTCATGAATATTTTGGAAAAAGTGGTACTGA 

AAGTCCTTGAAGACCAGCAAAACATTAGACTAATAAGGGAACTACTCCAGA 

CCCTCTACACATCCTTATGTACACTGGTCCAAAGAGTCGGCAAGTCTGTGCT 

GGTCGGGAACATTAACATGTGGGTGTATCGGATGGAGACGATTCTCCACTGG 

CAGCAGCAGCTGAACAACATTCAGATCACCAGGCCTGCCTTCAAAGGCCTCA 

CCTTCACTGACCTGCCTTTGTGCCTACAACTGAACATCATGCAGAGGCTQAG 

CGACGGGCGGGACCTGGTCAGCCTGGGCCAGGCTGCCCCCGACCTGCACGTGC 

TCAGCGAAGACCGGCTGCTGTGGAAGAAACTCTGCCAGTACCAGTTCTCCGA 

GCGGCAGATCCGCAAACGATTAATTCTGTCAGACAAAGGGCAGCTGGATTGG 

AAGAAGATGTATTTCAAACTTGTCCGATGTTACCCAAGGAAAGAGCAGTAT 

GGAGATACCCTTCAGCTCTGCAAACACTGTCACATCCTTTCCTGGAAGGGCA 

CTGACCATCCGTGCACTGCCAATAACCCAGAGAGCTGCTCCGTTTCACTTTC 

ACCCCAGGACTTTATCAACTTGTTCAAGTTC 
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Figure L9 



MPFLGQDWRSPGQNVVVKTADGWKRFLDEKSGSFVSDLSSYCN KEVYNKEN LFN 

SLNYDVAAKKRKKDMLNSKTKTQYFHQEKWIYVHKGSTKERHGYCTLGEAFNRL 

DFSTAILDSRRFNYVVRLLELiAKSQLTSLSGIAQKNFMNILEKWLKVLEDQQNI 

RLIRELLQTLYTSLCTLVQRVGKSVLVGN1NMWVYRMETILHWQQQLNNIQITRP 

AFKGLTFTDLPLCLQLNIMQRLSDGRDLVSLGQAAPDLHVLSEDRLLWKKLCQYH 

FSERQiRKRLlLSDKGQLDWKKMYFKLVRCYPRKEQYGDTLQLCKHCHILSWKGI 

DHPCTANNPESCSVSLSPQDFINLFKF 
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Figure 21 



ATGAACTTCACAGTGGGTTTCAAGCCGCTGCTAGGGGATGCACACAGCA1 GG 
ACAACCTGGAGAAGCAGCTCATCTGCCCCATCTGCCTGGAGATGTTCTCCAA 
ACCAGTGGTGATCCTGCCCTGCCAACACAACCTGTGCCGCAAATGTGCCAAC 

G ACGTCTTCCAGG CCTCGAATCCTCTATG GGAGTCCCGG G GCTGCACCAG I G I 

GTCTTGAGGAGGCCGTTTCCGCTGCCCATCGTGCAGGCATGAGGTTGTGCTGG 

ACAGACACGGTGTCTACGGCCTGCAGGGAAACCTGCTAGTGGAGAACATTAT 

CGACATTTAGAAGCAGGAGTCATCCAGGCCGCTGCACTCCAAGGGTGAGCAG 

CACCTGATGTGCGAGGAGGATGAAGAAGAGAAGATCAATATTTACTGCDTG 

AGCTGTGAGGTGCCCACCTGCTCTCTCTGCAAGGTCTTCGGTGCCCACAAOG 

ACTGTGAGGTGGCCCCACTGCCCACCATTTACAAACGCCAG.AAGAGTGAGCT 

CAGCGATGGGATCGCGATGCTGGTG GCAGG CAATGACCGCGTGCAAGCAC3 1 G 

ATCACACAGATGGAGGAGGTGTGCCAGACTATCGAGGACAATAGCCGGAQGC 

AGAAGCAGTTGTTAAACGAGAGGTTTGAGAGCCTGTGCGCAGTGCTGGAC3GA 

GCGGAAGGGTGAGCTGCTGCAGGCGCTGGCCCGGGAGCAAGAGGAGAAGOrG 

CAGCGCGTCCGCGGCCTCATCCGTCAGTATGGCGACCACCTGGAGGCCTOC i C 

TAAGCTG GTGGAGTCTG CCATCCAGTCCATGGAAG AGCC ACAAATG GCG CTG 

TATGTCC AGCAGGCCAAGGAGCTG ATCAATAAG 
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Figure 22 



MNFWGFKPLLGDAHSMDNLEKQUCPICLEMFSKPW1LPCQHNLCRKCANDVF 
CASNP-WQSRGSTTVSSGGRFRCPSCRHEWLDRHGVYGLQRNLLVENIIDIYKQ 

ESSRPLHSKAEQHLMCEEHEEEKINIYCLSCEVPTCSLCKVFGAHKDCEVAPLPl I 
YKRQKSELSDG1AMLVAGNDRVQAVITQMEEVCQTIEDNSRRQKQLLNQRFESLC 
AVLEERKGELLQALAREQEEKLQRVRGLIRQYGDHLEASSKLVESA1QSMEEPQM 

ALYLQQAKELINK 
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